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Supplementary Figure 2. CD8+ T cell recognition of previously defined EBV epitopes in PBMC of HLA matched,
EBV-seropositive subjects. Test results using the specified peptides (A) LMP 2A426.434, (B) BMLF 1559267, (C)

BRLF 1445156, (D) EBNA 3agpz611, (E) EBNA 3b3gg.408 and (F) EBNA 3B415.424 along with the previosuly defined HLA
restriction are indicated. Each data point (dot) within the panels represents the number of IFN-y spot forming units
(SFU) elicited by that peptide in a donor bearing the corresponding HLA class | allele. The individual peptides are part
of the CEF peptide pool, and the original references are listed in Currier et al., J. Immunol. Methods., 2001,
260:157-172.





